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Rabbit Anti-KMT2A antibody

SL16790R

 

Product Name: KMT2A
Chinese Name: 急性lymphocyte性白血病1抗体

Alias:

Acute lymphocytic leukemia 1; ALL 1; ALL-1; ALL1; C-terminal cleavage product of 
180 kDa; CXXC 7; CXXC-type zinc finger protein 7; CXXC7; HRX; HTRX 1; 
HTRX1; KMT2A; Lysine N-methyltransferase 2A; MLL 1A; Mll; MLL cleavage 
product C180; MLL1; MLL1_HUMAN; MLL1A; Myeloid/lymphoid or mixed lineage 
leukemia; N-terminal cleavage product of 320 kDa; p180; p320; Trithorax homolog; 
Trithorax homolog Drosophila; Trithorax like protein; Trithorax-like protein; TRX 1; 
TRX1; Zinc finger protein HRX.

Organism Species: Rabbit
Clonality: Polyclonal
React Species: Human,Mouse,Rat,Dog,Pig,Cow,Horse,Rabbit,

Applications:

ELISA=1:500-1000IHC-P=1:400-800IHC-F=1:400-800ICC=1:100-500IF=1:100-
500（Paraffin sections need antigen repair） 
not yet tested in other applications.
optimal dilutions/concentrations should be determined by the end user.

Molecular weight: 432kDa
Cellular localization: The nucleus 
Form: Lyophilized or Liquid
Concentration: 1mg/ml
immunogen: KLH conjugated synthetic peptide derived from human KMT2A:3801-3969/3969
Lsotype: IgG
Purification: affinity purified by Protein A
Storage Buffer: 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.

Storage:

Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. The lyophilized 
antibody is stable at room temperature for at least one month and for greater than a year 
when kept at -20°C. When reconstituted in sterile pH 7.4 0.01M PBS or diluent of 
antibody the antibody is stable for at least two weeks at 2-4 °C.

PubMed: PubMed
Product Detail: This gene encodes a transcriptional coactivator that plays an essential role in regulating 
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?dispmax=25&db=pubmed&cmd=search&term=KMT2A&doptcmdl=docsum


gene expression during early development and hematopoiesis. The encoded protein 
contains multiple conserved functional domains. One of these domains, the SET 
domain, is responsible for its histone H3 lysine 4 (H3K4) methyltransferase activity 
which mediates chromatin modifications associated with epigenetic transcriptional 
activation. This protein is processed by the enzyme Taspase 1 into two fragments, 
MLL-C and MLL-N. These fragments reassociate and further assemble into different 
multiprotein complexes that regulate the transcription of specific target genes, including 
many of the HOX genes. Multiple chromosomal translocations involving this gene are 
the cause of certain acute lymphoid leukemias and acute myeloid leukemias. Alternate 
splicing results in multiple transcript variants.[provided by RefSeq, Oct 2010]

Function:
Histone methyltransferase that plays an essential role in early development and 
hematopoiesis. Catalytic subunit of the MLL1/MLL complex, a multiprotein complex 
that mediates both methylation of 'Lys-4' of histone H3 (H3K4me) complex and 
acetylation of 'Lys-16' of histone H4 (H4K16ac). In the MLL1/MLL complex, it 
specifically mediates H3K4me, a specific tag for epigenetic transcriptional activation. 
Has weak methyltransferase activity by itself, and requires other component of the 
MLL1/MLL complex to obtain full methyltransferase activity. Has no activity toward 
histone H3 phosphorylated on 'Thr-3', less activity toward H3 dimethylated on 'Arg-8' 
or 'Lys-9', while it has higher activity toward H3 acetylated on 'Lys-9'. Required for 
transcriptional activation of HOXA9. Promotes PPP1R15A-induced apoptosis.

Subcellular Location:
Nucleus and Nucleus. Localizes to a diffuse nuclear pattern when not associated with 
MLL cleavage product N320.

Tissue Specificity:
Heart, lung, brain and T- and B-lymphocytes.

Post-translational modifications:
Proteolytic cleavage by TASP1 generates MLL cleavage product N320 and MLL 
cleavage product C180, which reassemble through a non-covalent association. 2 
cleavage sites exist, cleavage site 1 (CS1) and cleavage site 2 (CS2), to generate MLL 
cleavage products N320 and C180. CS2 is the major site.

DISEASE:
Note=Chromosomal aberrations involving MLL are a cause of acute leukemias. 
Translocation t(1;11)(q21;q23) with MLLT11/AF1Q; translocation t(3;11)(p21;q23) 
with NCKIPSD/AF3p21; translocation t(3,11)(q25,q23) with GMPS; translocation 
t(4;11)(q21;q23) with AFF1/MLLT2/AF4; insertion ins(5;11)(q31;q13q23) with 
AFF4/AF5Q31; translocation t(5;11)(q12;q23) with AF5-alpha/CENPK; translocation 
t(6;11)(q27;q23) with MLLT4/AF6; translocation t(9;11)(p22;q23) with MLLT3/AF9; 
translocation t(10;11)(p11.2;q23) with ABI1; translocation t(10;11)(p12;q23) with 
MLLT10/AF10; t(11;15)(q23;q14) with CASC5 and ZFYVE19; translocation 
t(11;17)(q23;q21) with MLLT6/AF17; translocation t(11;19)(q23;p13.3) with ELL; 
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translocation t(11;19)(q23;p13.3) with MLLT1/ENL; translocation t(11;19)(q23;p23) 
with GAS7; translocation t(X;11)(q13;q23) with FOXO4/AFX1. Translocation 
t(3;11)(q28;q23) with LPP. Translocation t(10;11)(q22;q23) with TET1. Translocation 
t(9;11)(q34;q23) with DAB2IP. Translocation t(4;11)(p12;q23) with FRYL. Fusion 
proteins MLL-MLLT1, MLL-MLLT3 and MLL-ELL interact with PPP1R15A and, on 
the contrary to unfused MLL, inhibit PPP1R15A-induced apoptosis. 

Similarity:
Belongs to the histone-lysine methyltransferase family.
TRX/MLL subfamily.
Contains 3 A.T hook DNA-binding domains.
Contains 1 bromo domain.
Contains 1 CXXC-type zinc finger.
Contains 1 FY-rich C-terminal domain.
Contains 1 FY-rich N-terminal domain.
Contains 3 PHD-type zinc fingers.
Contains 1 post-SET domain.
Contains 1 SET domain.

SWISS:
Q03164

Gene ID:
4297

Database links:

Entrez Gene: 4297 Human 

Entrez Gene: 214162 Mouse 

Omim: 159555 Human 

SwissProt: Q03164 Human 

SwissProt: P55200 Mouse 

Unigene: 258855 Human 

Unigene: 2389 Mouse 

Important Note:
This product as supplied is intended for research use only, not for use in human, 
therapeutic or diagnostic applications. 
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=4297
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=214162
http://www.ncbi.nlm.nih.gov/omim/159555
http://www.uniprot.org/uniprot/Q03164
http://www.uniprot.org/uniprot/P55200
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Hs&CID=258855
http://www.ncbi.nlm.nih.gov/UniGene/clust.cgi?ORG=Mm&CID=2389
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